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Objectives

The objective of this study was to establish yield
gains in early generation sweetpotato clones
derived from inter and intra population crosses of
two East African genepools (Population Uganda A
and Population Uganda B) hypothesized to be
mutually heterotic



Eight parents in each pool were selected and crosses between genepools
were made following A8xB8 factorial cross design, while within genepools
A8xA8 and B8xB8, a diallel cross   design was followed.



Controlled crosses between the target parents were
made by hand



Seed generated from crosses between
Pop Uganda A and Pop Uganda B



Seed generated from crosses within Pop Uganda A



Seed generated from crosses within Pop Uganda B



Seed resulting from combinations of crosses with the 16
parents germinated and 20 seedlings/clones raised in screen
house for each of 120 families generated



The trial was established at two sites (Namulonge and Serere)
during seasons one and two of 2014



20 clones
planted per
family

3 plants per
clone

Two reps per
site



Incidences and severity of SPVD scored



Incidences and severity of alternaria scored



Incidences and severity of weevil damage scored



Storage root and vine yield recorded





• ANOVA
• Mid-parent mid-offspring heterosis was

calculated using the formula:
Heterosis increment, %

= [Clone value – ½(P1+P2)] *100
(½(P1+P2)

Where P1 and P2 are means of parents one and two respectively

Data analysis





Level Minimum 10% 25% Median 75% 90% Maximum
Biomass 20.4 25.2 30.625 36.5 42.575 47.75 67.5
Root 1.8 2.9 4.4 5.5 7.5 8.5 9.4
Vine 14.5 19.6 25.675 30.95 37.025 40.5 58.8



Level Minimum 10% 25% Median 75% 90% Maximum
Biomass -58.3 -47.55 -37.6 -23.15 -6.575 27.85 73.7
Root -67.6 -44.3 -21.3 2.85 103.075 253.3 551.1
Vine -62.7 -54.3 -43.9 -26.4 -8.175 20.95 134.3


